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<211> 1876 
<212> DNA 
<213> Homo sapiens 



<220> 
<221> CDS 
<222> (173) 



(1420) 



<400> 1 

cctgaaggga gagcagggag agagaggaca gtggccagag\ agggctctgg gcactggagg 60 

gacgctcttc ttcctgccca ggggtccctg ggccgatggg a^tcacgcaga agaatgcgag 120 

agaagcagcc tttgagaagg gaagtcacta tcccagagcc cd^gactgagc gg atg gag 178 

Met Glu 
1 



ttg agg aag tac ggc cct gga aga ctg gcg ggg aca ytt ata gga gga 
Leu Arg Lys Tyr Gly Pro Gly Arg Leu Ala Gly Thr ^al lie Gly Gly 
5 10 YL5 



226 



get get cag agt aaa tea cag act aaa tea gac tea ate aca aaa gag 
Ala Ala Gin Ser Lys Ser Gin Thr Lys Ser Asp Ser Il\ Thr Lys Glu 
20 25 30 



274 



ttc ctg cca ggc ctt tac aca gee cct tec tec ccg ttc teg ccc tea 
Phe Leu Pro Gly Leu Tyr Thr Ala Pro Ser Ser Pro Phe Fro Pro Ser 
35 40 45 \ 50 



322 



cag gtg agt gac cac caa gtg eta aat gac gee gag gtt qdc. gec etc 
Gin Val Ser Asp His Gin Val Leu Asn Asp Ala Glu Val Ali Ala Leu 
55 60 \ 65 



370 



ctg gag aac ttc age tct tec tat gac tat gga gaa aac gag Vgt gac 
Leu Glu Asn Phe Ser Ser Ser Tyr Asp Tyr Gly Glu Asn Glu 3^er Asp 
70 75 80 



418 



teg tgc tgt ace tec ccg ccc tgc cca cag gac ttc age ctg aah ttc 
Ser Cys Cys Thr Ser Pro Pro Cys Pro Gin Asp Phe Ser Leu Asn\ Phe 



466 



# 



2 



85 



90 



95 



gac egg gec ttc ctg ccA gec etc aac age etc etc ttt ctg ctg ggg 
Asp Arg Ala Phe Leu PrcAAla Leu Asn Ser Leu Leu Phe Leu Leu Gly 
100 \L05 110 



514 



ctg ctg ggc aac ggc gcg gVg gca gec gtg ctg ctg age egg egg aca 
Leu Leu Gly Asn Gly Ala VaVL Ala Ala Val Leu Leu Ser Arg Arg Thr 
115 120 \ 125 130 



562 



gec ctg age age ace gac ace) 
Ala Leu Ser Ser Thr Asp Thr 
135 



:c ctg etc cac eta get gta gca gac 
Phe Leu Leu His Leu Ala Val Ala Asp 
140 145 



610 



acg ctg ctg gtg ctg aca ctg cfcg etc tgg gca gtg gac get gee gtc 
Thr Leu Leu Val Leu Thr Leu pAo Leu Trp Ala Val Asp Ala Ala Val 
150 \ 155 160 



658 



cag tgg gtc ttt ggc tct ggc ctc\tgc aaa gtg gca ggt gee etc ttc 
Gin Trp Val Phe Gly Ser Gly Leu \Cys Lys Val Ala Gly Ala Leu Phe 
165 IVIA 175 



706 



aac ate aac ttc tac gca gga gec 
Asn lie Asn Phe Tyr Ala Gly Ala 
180 185 



;c Xtg ctg gee tgc ate age ttt 
^Leu Leu Ala Cys lie Ser Phe 
190 



754 



gac cgc tac ctg aac ata gtt cat gcc\ ace cag etc tac cgc egg ggg 
Asp Arg Tyr Leu Asn lie Val His Ala\Thr Gin Leu Tyr Arg Arg Gly 
195 200 \ 205 210 



802 



ccc ccg gec cgc gtg acc etc acc tgc 
Pro Pro Ala Arg Val Thr Leu Thr Cys 
215 



:g get gtc tgg ggg etc tgc 
5U Ala Val Trp Gly Leu Cys 
!0 225 



850 



ctg ctt ttc gec etc cca gac ttc ate tt\ 
Leu Leu Phe Ala Leu Pro Asp Phe lie Phe 
230 235 



ctg teg gec cac cac gac 
Leu Ser Ala His His Asp 
240 



898 



gag cgc etc aac gec acc cac tgc caa tac 
Glu Arg Leu Asn Ala Thr His Cys Gin Tyr 
245 250 



lac ttc cca cag gtg ggc 
^sn Phe Pro Gin Val Gly 
255 



946 



cgc acg get ctg egg gtg ctg cag ctg gtg get 
Arg Thr Ala Leu Arg Val Leu Gin Leu Val Ale 
260 265 



ggc ttt ctg ctg ccc 
Gly Phe Leu Leu Pro 
270 



994 



ctg ctg gtc atg gee tac tgc tat gee cac ate 
Leu Leu Val Met Ala Tyr Cys Tyr Ala His lie 
275 280 285 



;tg gec gtg ctg ctg 
2u Ala Val Leu Leu 
290 



1042 



gtt tec agg ggc cag egg cgc ctg egg gec atg cg\ 
Val Ser Arg Gly Gin Arg Arg Leu Arg Ala Met Arc 
295 300 



ctg gtg gtg gtg 
Leu Val Val Val 
305 



1090 



gtc gtg gtg gec ttt gee etc tgc tgg acc ccc tat 
Val Val Val Ala Phe Ala Leu Cys Trp Thr Pro Tyr 
310 315 



pac ctg gtg gtg 
Us Leu Val Val 
320 



1138 



ctg gtg gac ate etc a&g gac ctg ggc get ttg 
Leu Val Asp lie Leu MeV Asp Leu Gly Ala Leu 
325 \ 330 

cga gaa age agg gta gac Vtg gee aag teg gtc 
Arg Glu Ser Arg Val Asp V*al Ala Lys Ser Val 
340 3^ 

tac atg cac tgc tgc etc aacVccg ctg etc tat 
Tyr Met His Cys Cys Leu Asn Vro Leu Leu Tyr 
355 360 \ 365 

aag ttc egg gag egg atg tgg atg ctg etc ttg 
Lys Phe Arg Glu Arg Met Trp MeA Leu Leu Leu 
375 \ 380 

aac cag aga ggg etc cag agg cag c^a teg tct 
Asn Gin Arg Gly Leu Gin Arg Gin P:\o Ser Ser 
390 3! 

tec tgg tct gag acc tea gag gee tQcJVt^c teg 
Ser Trp Ser Glu Thr Ser Glu Ala Ser\yr Ser 
405 410 

ggceggaate cgggctcccc tttcgcccac agtcttaactt 

cctccctctg ccggctctgg ctctccccaa tatcctpget 

ccagcaccac caggtctccc gggaagecac cctcccaYjct 

gctccttagc tgccaagccc catcctgccg cccgaggtlgg 

cttctcattt ggaaactaaa acttcatctt ccccaagtg^ 

tagagggtgc tgccccatga agccacagcc caggcctcca 1 

atggtcccca agacctctat atttggtctt ttatttttat 

cttttcaata aacaagatcg tcaggaaaaa aaaaaa 



gee cgc aac tgt ggc 1186 
Ala Arg Asn Cys Gly 
335 

acc tea ggc ctg ggc 1234 

Thr Ser Gly Leu Gly 

350 

gee ttt gta ggg gtc 1282 
Ala Phe Val- Gly Val 
370 

cgc ctg ggc tgc ccc 1330 
Arg Leu Gly Cys Pro 
385 

tec cgc egg gat tea 1378 
Ser Arg Arg Asp Ser 
400 

ggc ttg tga 1420 
Gly Leu 
415 

ccccgcattc caggctcctc 1480 
cccgggactc actggcagcc 154 0 
ctgaggactg caccattgct 1600 
ctgcctggag ccccactgcc 1660 
ggggagtaca aggcatggcg 172 0 
gctcagcagt gactgtggcc 178 0 
(tctaaaatc ctgcttaaaa 1840 

1876 



<210> 2 
<211> 415 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Glu Leu Arg Lys Tyr Gly Pro Gly Arg Leu Ala Gly\Thr Val lie 

1 5 10 \ 15 

Gly Gly Ala Ala Gin Ser Lys Ser Gin Thr Lys Ser Asp Ser lie Thr 

20 25 B0 

Lys Glu Phe Leu Pro Gly Leu Tyr Thr Ala Pro Ser Ser p\o Phe Pro 

35 40 45 

Pro Ser Gin Val Ser Asp His Gin Val Leu Asn Asp Ala Glu\ Val Ala 

50 55 60 

Ala Leu Leu Glu Asn Phe Ser Ser Ser Tyr Asp Tyr Gly Glu )Asn Glu 
65 70 75 \ 80 

Ser Asp Ser Cys Cys Thr Ser Pro Pro Cys Pro Gin Asp Phe sfer Leu 



Asn 

Leu 

Arg 

Ala 
145 
Ala 



Phe 

Gly 

Thr 
130 
Asp 



Val 
Leu Phe 



Asp 

Leu 
115 
Ala 

Thr 

Gin 

Asn 



Arg 
100 
Leu 

Leu 

Leu 

Trp 



85 
Ala 

Gly 

Ser 

Leu 



Leu 

y 



Val 
165 
lie Asn 
180 



Phi 

Asn 

Ser 

Val 
150 

Phe Gly\ 
Phe Tyr 



Pro 

Ala 
120 
Asp 



Ala 
105 
Val 



Thr 
Leu 
Gly 



90 

Leu Asn 
Ala Ala 
Phe Leu 



Pro Leu 
155 
Leu Cys 
170 

Gly Ala Leu 
185 



Ser 

Val 

Leu 
140 
Trp 

Lys 

Leu 



Ser 


Phe 


Asp 


Arg 


Tyr 


Leu 


Asn 


lie 


Val 


His 


Ala 


Thr 






195 










2o\) 










Arg 


Gly 


Pro 


Pro 


Ala 


Arg 


Val 


ThA 


Leu 


Thr 


Cys 


Leu 




210 










215 










220 


Leu 


Cys 


Leu 


Leu 


Phe 


Ala 


Leu 


Pro 




Phe 


He 


Phe 


225 










230 










235 




His 


Asp 


Glu 


Arg 


Leu 


Asn 


Ala 


Thr^ 


-ffis 


Cys 


Gin 


Tyr 










245 










250 






Val 


Gly 


Arg 


Thr 


Ala 


Leu 


Arg 


Val 


Lei 


Gin 


Leu 


Val 








260 










265\ 








Leu 


Pro 


Leu 


Leu 


Val 


Met 


Ala 


Tyr 


Cysl 


t Tyr 


Ala 


His 






275 










280 










Leu 


Leu 


Val 


Ser 


Arg 


Gly 


Gin 


Arg 


Arg 


Leu 


Arg 


Ala 



290 
Val Val 
305 
Val 



Cys 

Leu 

Gly 

Cys 
385 
Asp 



Val 

Gly 

Gly 

Val 
370 
Pro 

Ser 



Val 

Leu 

Arg 

Tyr 
355 
Lys 

Asn 

Ser 



Val Val 
Val 



Glu 
340 
Met 

Phe 

Gin 

Trp 



Asp 
325 
Ser 

His 

Arg 

Arg 

Ser 
405 



295 
Ala Phe 
310 
He 



Arg 

Cys 

Glu 

Gly 
390 
Glu 



Leu 

Val 

Cys 

Arg 
375 
Leu 

Thr 



Ala 

Met 

Asp 

Leu 
360 
Met 

Gin 

Ser 



Val 
345 
Asn 

Trp 

Arg 

Glu 



Pro Leu 

Met Lbu 

Gin Pr\ 
39! 
Ala Ser) 
410 



300 
Thr 

Ala 

Ser 

Leu 

Leu 
380 
Ser 

Tyr 







95 




Leu 


Leu 


Phe 


Leu 




110 






Leu 


Leu 


Ser 


Arg 


125 








His 


Leu 


Ala 


Val 


Ala 


Val 


Asp 


Ala 








-L DU 


Val 


Ala 


Gly 


Ala 






175 




Leu 


Ala 


Cys 


He 




190 






Gin 


Leu 


Tyr 


Arg 


205 








Ala 


Val 


Trp 


Gly 


Leu 


Ser 


Ala 


His 








z 4 U 


Asn 


Phe 


Pro 


Gin 






255 




Ala 


Gly 


Phe 


Leu 




270 






He 


Leu 


Ala 


Val 


285 








Met 


Arg 


Leu 


Val 


Pro 


Tyr 


His 


Leu 








J £ U 


Leu 


Ala 


Arg 


Asn 






335 




Val 


Thr 


Ser 


Gly 




350 






Tyr 


Ala 


Phe 


Val 


365 








Leu 


Arg 


Leu 


Gly 


Ser 


Ser 


Arg 


Arg 








400 


Ser 


Gly 


Leu 








415 





<210> 3 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 3 

cgggatcctc catggagttg aggaagtac 



29 



<210> 4 

<211> 30 

<212> DNA 

<213> Homo sapiens 



<400> 4 

ggcggatccc gctcacaagcXccgagtagga 



30 



<210> 5 
<211> 34 
<212> DNA 
<213> Homo sapiens 

<400> 5 

gtccaagctt gccaccatgg agttgabgaa gtac 



34 



<210> 6 
<211> 57 
<212> DNA 
<213> Homo sapiens 

<400> 6 

ctgctcgagt caagcgtagt ctgggacgtc gt 



:ag cacaagcccg agtagga 



57 



<210> 7 
<211> 31 . 
<212> DNA 
<213> Homo sapiens 

<400> 7 

cgggatccct cccatggagt tgaggaagta c 



31 



<210> 8 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 8 

cgggatcccg ctcacaagcc cgagtagga 



29 



<210> 9 
<211> 353 
<212> PRT 

<213> Homo sapiens 
<400> 9 

Glu Ser Asp Ser Phe Glu Asp Phe Trp Lys Gly Glu Asp lieu Ser Asn 
1 5 10 \ 15 

Tyr Ser Tyr Ser Ser Thr Leu Pro Pro Phe Leu Leu Asp AIh Ala Pro 
20 25 31 

Cys Glu Pro Glu Ser Leu Glu lie Asn Lys Tyr Phe Val Val\lle lie 
35 40 45 



Tyr Ala Leu Val Phe Leu Leu Ser Leu Leu Gly Asn Ser Leu \\al Met 
50 55 60 



6 



Leu Val lie Leu Tyr Ser\ 
65 70 



Val Gly Arg Ser Val Thr Asp Val Tyr 
75 80 



Leu Leu Asn Leu 



Ala Leu Ala Asp Leu Leu Phe Ala Leu Thr Leu Pro 
85 \ 90 95 



lie Trp Ala Ala Ser Lys 
100 



Val y^sn Gly Trp lie Phe Gly Thr Phe Leu 
105 ' 110 



Cys Lys Val Val Ser Leu 
115 



Leu L^s Glu Val Asn Phe Tyr Ser Gly lie 
128 125 



Leu Leu Leu Ala 
130 



Cys lie Ser ValvAsp Arg Tyr Leu Ala lie Val His 
135 \ 140 



Ala Thr Arg Thr Leu Thr 
145 150 



Gin Lys A\g Tyr Leu Val Lys Phe lie Cys 
155 160 



Leu Ser lie Trp 



Gly Leu Ser Leu iJetA Leu Ala Leu Pro Val Leu Leu 
165 \170 175 



Phe Arg Arg Thr 
180 



Val Tyr Ser Ser Asn vtal Ser Pro Ala Cys Tyr Glu 
185 \ 190 



Asp Met Gly Asn 
195 



Asn Thr Ala Asn Trp ArVj Met Leu Leu Arg lie Leu 
200 \ 205 



Pro Gin Ser Phe 
210 



Gly Phe lie Val Pro Leu\ Leu lie Met Leu Phe Cys 
215 \ 220 



Tyr Gly Phe Thr Leu Arg 
225 230 



Thr Leu Phe Lys ^la His Met Gly Gin Lys 

i5 240 



His Arg Ala Met 



Arg Val lie Phe Ala Val VaU Leu lie Phe Leu Leu 
245 250 \ 255 



Cys Trp Leu Pro 
260 



Tyr Asn Leu Val Leu Leu AlaXAsp Thr Leu Met Arg 
265 \ 270 



Thr Gin Val lie 
275 



Gin Glu Thr Cys Glu Arg Arg Alsn His lie Asp Arg 
280 \ 285 



Ala Leu Asp Ala 
290 



Thr Glu lie Leu Gly lie Leu Hi\ Ser Cys Leu Asn 
295 3 



Pro Leu lie Tyr Ala Phe 
305 310 



lie Gly Gin Lys Phe Arg \His Gly Leu Leu 
315 \ 320 



Lys lie Leu Ala 



lie His Gly Leu lie Ser Lys Asp £fer Leu Pro Lys 
325 330 \ 335 



Asp Ser Arg Pro 
340 



Ser Phe Val Gly Ser Ser Ser Gly Hite Thr Ser Thr 
345 \ 350 



Thr 



